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Research Interests

I seek to understand the interactions between the global cycles of climatically important elements and microbial
activities in aquatic ecosystems (both ocean and lakes). To this end, I use idealized ecological theory, numerical
models and the analysis of observed data.

Professional Appointments

• Postdoctoral Associate 2018 - Present
Massachusetts Institute of Technology Cambridge, MA

◦ Advisor: Prof. Michael J. Follows

Education

• Peking University China
Ph.D. in Environmental Sciences 2013 – 2018

• Peking University China
B.Sc. in Environmental Sciences 2009 – 2013

Awards & Honors

• Merit Student, Peking University: 2017

• Presidential Scholarship, Peking University: 2017

• Award for Scientific Research, Peking University: 2015
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Teaching

Workshops & Short Courses

• Modeling Marine Ecosystems At Multiple Scales Using Julia Jul, 2021
JuliaCon, Online

Academic Service

Review

Earth Future, Ecological Indicators, Ecological Modelling, Journal of Hydrology, Journal of Open Source Soft-
ware, Water Research
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